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Abstract: Obesity is associated with complex adipose tissue energy metabolism remodeling. Whether
AT metabolic reprogramming differs according to body mass index (BMI) and across different obesity
classes is unknown. This study’s purpose was to evaluate and compare bioenergetics and energy
substrate preference of visceral adipose tissue (VAT) pertaining to individuals with obesity class 2 and
class 3. VAT obtained from patients with obesity (n = 15) class 2 (n = 7; BMI 37.53 + 0.58 kg/m?)
or class 3 (n = 8; BMI 47.79 + 1.52 kg/m?) was used to assess oxygen consumption rate (OCR)
bioenergetics and mitochondrial substrate preferences. VAT of patients with obesity class 3 presented
significantly higher non-mitochondrial oxygen consumption (p < 0.05). In VAT of patients with
obesity class 2, inhibition of pyruvate and glutamine metabolism significantly decreased maximal
respiration and spare respiratory capacity (p < 0.05), while pyruvate and fatty acid metabolism
inhibition, which renders glutamine the only available substrate, increased the proton leak with
a protective role against oxidative stress (p < 0.05). In conclusion, VAT bioenergetics of patients
with obesity class 2 depicts a greater dependence on glucose/pyruvate and glutamine metabolism,
suggesting that patients within this BMI range are more likely to be responsive to interventions based
on energetic substrate modulation for obesity treatment.
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1. Introduction

Adipose tissue (AT) is one of the largest organs in the human body. Obesity is char-
acterized by abnormal AT deposition with adipocyte expansion in several anatomical
locations, including subcutaneous and visceral territories, such as the intra-abdominal
region [1-3]. Visceral adipose tissue (VAT), in addition to storing excess energy in the form
of fat, also plays important energy regulatory functions [2,4]. Imbalances in substrate avail-
ability can lead to mitochondrial dysfunction, with potential impacts on energy production
and oxidative respiration [5]. Despite adipocyte mitochondrial density being relatively
low, these organelles have an essential role in different cellular metabolic pathways [5].
Therefore, mitochondrial dysfunction inevitably influences the adipocyte dynamics by
altering adipogenesis and lipogenic and lipolytic pathways [5,6]. In individuals with
obesity, adipocytes are characterized by presenting mitochondria with ill-defined inner
membranes and lower energy-generating and reduced fatty acid oxidation capacities, when
compared to those of individuals without obesity [5,7-9]. Moreover, adipocytes tend to
divert glucose and fatty acid overload towards acetyl-CoA production, which in turn
increases electron availability for mitochondrial respiratory chain complexes, which leads
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to reactive oxygen species (ROS) production [10,11]. ROS-induced oxidative stress then
triggers the activation of transcription factors involved in the inflammatory response often
present in obesity [8,11,12]. In addition, AT expansion can also lead to oxygen deprivation
and hypoxia, further impairing mitochondrial oxidative metabolism and, thus, contribut-
ing to the perpetuation of mechanisms involved in inflammation [13-15]. Although VAT
mitochondrial dysfunction has been well-documented in individuals with obesity when
compared with normal-weight individuals, how VAT mitochondrial function varies across
obesity classes is still poorly understood.

2. Results
2.1. Subjects’” Demographics and Anthropometric Characteristics

Female patients (n = 15) with an average age of 44.93 & 3.17 years (range: 23-62 years)
and a BMI of 43.00 £ 1,60 kg/m? (ranging from 35.40-54.40 kg /m?) were allocated into
two study groups according to obesity class. Patients presented an average fasting plasma
glucose of 98.40 & 3.62 mg/dL and an average glycated hemoglobin (HbAlc) value of
5.56 £ 0.10. The systemic inflammatory status of the patients was also accessed by the
neutrophil-to-lymphocyte ratio (NLR) and platelet-to-lymphocyte ratio (PLR). Subjects
presented an average NLR of 1.87 &= 0.18 and an average PLR of 5.56 & 0.10. Subjects’
characteristics are presented in Table 1.

Table 1. Study subjects’ characteristics.

Total Obesity Class 2 Obesity Class 3 p-Value
Subjects (n) 15 7 8 -
Age (years) 4493 £3.17 45.57 £ 4.85 44.38 + 4.48 ns

Weight (kg) 108.10 + 3.83 99.00 £ 3.37 117.10 4 4.99 p<0.01

BMI (kg/m?) 43.00 £ 1.60 37.53 £0.58 47.79 £1.52 p <0.001
FPG (mg/dL) 98.40 & 3.62 100.10 & 4.2 96.90 & 5.90 ns
HbA1lc (%) 5.56 +0.10 549 +0.14 5.63 +0.14 ns
NLR 1.87 £0.18 2.10 £0.22 1.67 £ 0.26 ns
PLR 5.56 +0.10 549 +0.14 5.63 +0.14 ns

The values are presented as mean + standard error of the mean. BMI—Body Mass Index; FPG—fasting plasma
glucose; HbAlc—glycated hemoglobin; NLR—Neutrophil-to-lymphocyte ratio; PLR—platelet-to-lymphocyte ratio.

2.2. Bioenergetics Assays

Total basal oxygen consumption, mitochondrial basal respiration, non-mitochondrial
oxygen consumption, maximum respiration, spare respiratory capacity, proton leak and
ATP-linked respiration were evaluated by measuring the oxygen consumption rate (OCR)
under the influence of metabolic pathways inhibitors and compared in VAT pertaining to
patients with obesity class 2 and class 3.

2.2.1. Obesity Class 3 Presents Higher Non-Mitochondrial Oxygen Consumption

Non-mitochondrial oxygen consumption was higher in VAT of patients with obesity
class 3 when compared to VAT of patients with obesity class 2 (0.04 £ 0.01 pmol/min/ug/mL
of total protein vs. 0.02 & 0.002 pmol/min/pg/mL of total protein, p < 0.05). It is worth
noting that although VAT of patients with obesity class 3 presented numerically higher total
oxygen consumption, mitochondrial respiration and maximum respiration, no statistically
significant differences were identified between the two patient groups (Figure 1).

2.2.2. Under Conditions of Higher Energy Demands, VAT OCR Depends on
Pyruvate Metabolism

Regardless obesity class, the inhibition of pyruvate, glutamine or fatty acid metabolism
does not affect VAT baseline OCR. However, under the influence of the carbonyl cyanide
p-trifluoromethoxyphenylhydrazone (FCCP), a mitochondrial oxidative phosphorylation
uncoupler that allows a rapid translocation of protons across the inner mitochondrial
membrane, mimicking a high energy demand condition, pyruvate metabolism inhibition
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with a pyruvate carrier inhibitor (UK5099) suppressed the OCR, which did not occur after
glutamine or fatty acid metabolism inhibition (Figure 2).

OCR
(pmol/min/pg/mL of total protein)
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Figure 1. Comparison of VAT respiratory parameters of patients with obesity class 2 or 3 (Mann-Whitney
test * p < 0.05). OCR—Oxygen Consumption Rate; NM—Non-mitochondrial.
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Figure 2. Oxygen consumption rate (OCR) during the bioenergetics assay. Inhibitors of the pyruvate
carrier (UK5099), glutaminase 1 (BPTES) and carnitine palmitoyltransferase 1 (Etomoxir) were used to
evaluate the contribution of pyruvate, glutamine and fatty acid metabolism, respectively, for VAT OCR.
DMSO with no inhibitor was used as control. Oligomycin (an ATP synthetase inhibitor), carbonyl cyanide
p-trifluoromethoxyphenylhydrazone (FCCPF, a mitochondrial oxidative phosphorylation uncoupler) and
a combination of rotenone and antimycin A (mitochondrial complexes 1 and 3 inhibitors) were added in
order to modulate the electron transport chain.

2.2.3. In Obesity Class 2, VAT Maximal Respiration and Spare Respiratory Capacity Are
Dependent on Pyruvate and Glutamine Metabolism

Inhibition of pyruvate and glutamine metabolism, by the combination of pyruvate
carrier (UK5099) and glutaminase 1 (BPTES) inhibitors, was associated with significantly
lower VAT maximal respiration and spare respiratory capacity (maximum respiration:
43.94 + 10.49% vs. 100.00 £ 39.57%, p < 0.05; spare respiratory capacity: 49.81 £ 24.17%
vs. 100.00 £ 30.62%, p < 0.05, Figure 3A,C and Figure S1). However, these differences
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were only significant for VAT pertaining to patients with obesity class 2 (Figure 3B,D and

Figure 52).
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Figure 3. Influence of metabolic pathway inhibitors on maximum respiration, spare respiratory
capacity and proton leak of VAT pertaining to patients with obesity class 2 (A,C,E) or class 3 (B,D,F)
(Friedman Test: * p < 0.05, ** p < 0.01). Illustrative graphics of VAT OCR vs. Time from patients
with obesity class 2 (G) or 3 (H) obtained by Wave Software (Agilent Technologies). Colored areas
represent different metabolic parameters that were calculated.
2.2.4. In Obesity Class 2, VAT Proton Leak Is Positively Influenced by
Glutamine Metabolism

Pyruvate and fatty acid metabolism inhibition, by the combination of pyruvate carrier

(UK5099) and carnitine palmitoyltransferase 1 inhibitors (Etomoxir), which renders glutamine
the only available substrate, was associated with a significantly higher VAT proton leak
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compared to baseline conditions (355.50 & 131.90% vs. 100.00 % 28.58%, p < 0.01, Figure 3E),
although this effect was only significantly for VAT pertaining to patients with obesity class 2
(Figure 3E and Figure S2).

2.2.5. VAT Bioenergetics Parameters Do Not Correlate with Age

Since patients enrolled in this study presented a wide age range (A 41 years; 23-62 years),
we sought to analyze whether VAT bioenergetics could have been influenced by age through
testing for the presence of significant correlations between age and the different calculated
parameters. No significant correlations were identified (Table S1).

2.3. In Obesity Classes 2 and 3, VAT Expression of Genes Involved in Pyruvate, Glutamine and
Fatty Acid Metabolism Does Not Differ

To evaluate whether the bioenergetics differences identified in VAT of patients with
obesity classes 2 and 3 could have been influenced by the number of adipocytes per mass of
VAT or the expression of genes involved in pyruvate, glutamine, and fatty acid metabolism,
OB, MPC1, LDHA, SLC2A4, CPT1a, FABP4, GLS1 and SLC1A5 gene expressions were
evaluated. No significant differences in gene expression between VAT of patients with
obesity classes 2 and 3 were observed (Figure 4).
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Figure 4. Expression of (A) OB; (B) MPC1; (C) LDHA; (D) SLC2A4; (E) CPT1a; (F) FABP4; (G) GLS1
and (H) SLC1A5 genes in VAT pertaining to patients with obesity classes 2 and 3. (OB—Leptin;
MPC1—Mitochondrial Pyruvate Carrier 1, LDHA—Lactate Dehydrogenase A; SLC2A4—GLUT4;
CPT1a—Carnitine Palmitoyltransferase 1A; FABP4—Fatty Acid-Binding Protein 4; GLS1—Glutaminase
1; SLC1A5—Neutral amino acid transporter). Results were normalized for the expression of two

housekeeping genes (RPII and B-actin).

3. Discussion

Bioenergetics corresponds to the energy flow through living systems. Unveiling
bioenergetics dynamics is essential for understanding the mechanisms underlying energy
balance disorders, identifying biomarkers of disease progression and pinpointing molecular
targets that could lead to new treatment strategies. The development of novel equipment
for bioenergetics analysis (e.g., extracellular flux analysis, high-resolution respirometry, etc.)
has enabled the rapid assessment of several metabolic parameters [16,17]. Mitochondria
are organelles that respond dynamically to changes within their microenvironment and are
very susceptible to stress [16]. Obesity-associated adipose tissue mitochondrial dysfunction
has been previously described and widely confirmed [5,6,8,13]. However, whether VAT
mitochondrial dysfunction differs according to BMI and across different obesity classes
is unknown. Thus, the aim of this study was to evaluate and compare bioenergetics and
energy substrate preference of VAT pertaining to individuals with obesity class 2 and class
3. Toward this aim, VAT harvested during elective surgical procedures was incubated with
specific inhibitors of the three main mitochondrial energy substrates: glutamine, pyruvate
and fatty acids, and under the influence of electron transport chain (ETC) modulators.
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Our study found that non-mitochondrial oxygen consumption was higher in VAT
of patients with obesity class 3 when compared to those of patients with obesity class
2. Obesity is associated with higher production of ROS and excessive accumulation of
pro-inflammatory macrophages within the VAT, a phenomenon that characterizes a chronic
low-grade inflammatory status [14,18,19]. Thus, the greater non-mitochondrial oxygen
consumption observed in VAT of patients with obesity class 3 could result from the activity
of pro-oxidant and pro-inflammatory enzymes, such as cyclo-oxygenases, cytochrome P450
or NADPH oxidases, suggesting a greater inflammatory activity [16]. Although we did
not find any significant differences in the systemic inflammatory response markers (NLR
and PRL) between the groups, we cannot exclude the notion that differences might exist in
local VAT inflammation. In the future, pro-oxidant and inflammatory markers in VAT of
patients with obesity class 2 or 3 would be important to validate this hypothesis.

In addition, previous in vitro and in vivo studies sought to evaluate the putative
efficacy of antioxidant drugs and bioenergetics modulators for obesity treatment [20-23].
Since the VAT samples of patients with class-2 and class-3 obesity have different bioenergetic
profiles, the impact of antioxidant drugs can also be different and should be addressed in
future studies.

VAT basal respiration of patients with obesity was not influenced by any of the sub-
strate’s inhibitors, supporting previous data demonstrating that adipose tissue presents a
high degree of metabolic plasticity [24]. However, in the present study, we show that under
conditions of greater energy demands, pyruvate is the VAT-preferential mitochondrial sub-
strate, since the maximum respiration and the percentage of spare capacity are decreased
when the entrance of pyruvate into the mitochondria is blocked by MPC1 inhibition. This
phenomenon became particularly evident when both pyruvate and glutamine metabolisms
were inhibited. Once again, our findings are further supported by previous studies which
demonstrated that glutamine can be used to compensate glucose/pyruvate metabolism
inhibition [25]. Therefore, although adipocytes are reservoirs of fatty acids, these substrates
are not used as mitochondrial substrates, not even in conditions of higher energy demands
or shortages of preferential substrates, namely pyruvate and glutamine. Interestingly, the
decrease in maximum respiration and percentage of spare capacity after pyruvate and
glutamine metabolism inhibition is a specific characteristic of VAT of patients with obesity
class 2. Although these data need to be validated in larger patient groups, these findings
still suggest that the VAT of patients with obesity class 3 depicts a greater metabolic plas-
ticity under higher energy demand conditions, being able to adapt its metabolism to use
whichever substrate is available. It is worth mentioning that the class-2 obesity group, in
which the significant differences were observed, had a smaller number of subjects than the
group with obesity class 3, which renders a statistical type II error less likely.

In subjects with obesity class 2, the VAT proton leak was higher when glutamine was
the only mitochondrial energetic substrate available. Glutamine is a non-essential amino
acid that can be used to obtain energy through glutaminolysis. This pathway corresponds
to the conversion of glutamine into glutamate to produce key metabolic intermediaries
for fatty acid biosynthesis and to feed the tri-carboxylic acid (TCA) cycle [26,27]. Glu-
tamine was previously shown to inhibit glucose-6-fostate and 3-fosfoglycerol, reducing
glycolysis and increasing TCA cycle activity, which leads to a higher rate of NADH and
FADH,; generation, used as electron carriers in ETC [25]. Higher oxygen consumption
by ETC results in greater production of ROS and, consequently, to a rapid depolarization
of the inner membrane potential. Proton leak is a mitochondrial protective mechanism
to decrease ROS production [28,29]. Since lipid membranes have a high conductance,
these allow protons to migrate across the inner membrane independently of complex V,
i.e., proton leak [29]. There are two forms of proton leak regulation: constitutive and
inducible. Constitutive proton leakage regulation depends on the phospholipids fatty acid
composition of the inner membrane. Inducible proton leak regulation depends on the
inner membrane uncoupling proteins (UCPs) [29,30]. The UCPs are regulated at the molec-
ular, transcriptional, translational and proteolytic levels, and several studies suggest its
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involvement in cardiovascular disease, oxidative stress, type 2 diabetes (I2D) and immune
response [29,31,32]. UCP-2 is ubiquitously expressed in most cell types and tissues, while
UCP-3 is less abundantly expressed [33]. UCP-1 is the most studied UCP protein, since it
was shown to be present in BAT and associated with non-shivering thermogenesis [34].
Obesity is associated with lower VAT UCP-1, -2 and -3 expression [35,36]. Glutamine was
found to increase UCP-2 expression in the inner membrane of neuroblastoma cells, as a
mechanism of defense against ROS [37]. Thus, we postulate that a similar mechanism
might occur in the VAT of patients with obesity class 2, since an increase in proton leak
was observed in the presence of an active glutamine metabolism. Glutamine levels were
found to be decreased in obesity, while glutamine deficiency was appointed as playing a
role in obesity-associated inflammation once this amino acid attenuates VAT expression of
pro-inflammatory genes/proteins [25]. However, this mechanism seems to be hampered in
patients with obesity class 3; when glutamine was the only energetic substrate available,
there was no significant increase in proton leak, contrary to what was observed in the VAT
of patients with obesity class 2.

Mitochondrial dysfunction is a hallmark of aging [38], which is associated with a
decrease in ETC complex IV activity [39]. Nonetheless, in our study, age did not seem
to have a significant impact on VAT oxygen consumption or bioenergetics parameters.
This could be attributed to the fact that obesity per se is associated with considerable
mitochondrial dysfunction, so age does not depict significant additional effects.

In this study, we decided to analyze whole VAT bioenergetics instead of isolated
adipocytes in an attempt to mimic ex vivo the in vivo state. Moreover, OB gene expression
was used as a surrogate measure of the number of adipocytes in each VAT fragment, since
this gene is primarily expressed by mature adipocytes [40,41]. We found that VAT OB gene
expression was not significantly different between obesity classes and so the bioenergetics
results do not seem to have been influenced by different adipocyte cell number within
the analyzed VAT cell mass. In addition, bioenergetics assays involved blocking specific
proteins that participate in pyruvate, glutamine and fatty acid metabolism. The expression
of some of these genes, namely CPT1 [42], SLC2A4 [43] and MCP1 [44], were previously
shown to be downregulated in the VAT of individuals with obesity. In order to evaluate
whether the differences observed could have been attributed to the fact that these genes
were differentially expressed across obesity classes, gene expression was also analyzed. No
significant differences in these genes’ expression were observed in the VAT of subjects with
obesity class 2 and class 3, which could have influenced the bioenergetics. It is important to
stress that bioenergetics profiles of other VAT cell types should also have been assessed (e.g.,
macrophage populations) in order to evaluate their relative contribution for our results.
However, the limited size of the VAT sample did not allow us to perform any further
analysis.

4. Materials and Methods
4.1. Subjects and Samples Collection

Patients planning to undergo bariatric surgery for the primary treatment of obesity
were invited to participate in this study. Subjects with T2D, a condition known to be
associated with mitochondrial dysfunction, or prior history of neoplastic disease or other
bariatric surgery intervention were excluded. Patients were stratified according to BMI and
allocated into two study groups: class-2 obesity (BMI between 35 and 40 kg/m?, n = 7), and
class-3 obesity (BMI > 40 kg/m?, n = 8).

Preoperative blood sampling performed as part of routine clinical assessment was used
to perform full blood count at the hospital laboratory. NLR and PLR were then calculated
as systemic inflammatory response (SIR) markers. NLR and PLR were determined by
dividing the absolute neutrophil count by the absolute lymphocyte count and by dividing
the absolute platelet count by the absolute lymphocyte count, respectively. A NLR value
above 3.0 and a PLR of 150 were considered pathological [45].
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4.2. VAT Bioenergetic Analysis
4.2.1. Oxygen Consumption Rate Assessment

Agilent Seahorse XF technology was used to evaluate mitochondrial respiration
through the measurement of real-time tissue OCR. On the day before surgery and planned
VAT harvesting, the sensor cartridge was hydrated with a commercial calibration solution
(XF Calibrant pH 7.4, Agilent Technologies, Santa Clara, CA, USA) at 37 °C in a CO,-free
incubator. On the following day, VAT was minced into small fragments (~5 mg) to be placed
and attached to the bottom of an assay plate well by capture screens, before being incubated
in culture medium (Seahorse XF DMEM Medium, pH 7.4, 103575-100, Agilent Technologies).
After that, VAT was incubated with the assay medium supplemented with 10 mM glucose
(103577-100, Agilent Technologies), 2 mM glutamine (103579-100, Agilent Technologies),
0.17 mM of sodium palmitate (P9767-5G, Sigma-Aldrich, St. Louis, MO, USA) and 0.5 mM
of L-carnitine (C0283-1G, Sigma-Aldrich) before being placed in the analyzer (Seahorse
XFe24 Analyzer, Agilent Technologies). After an initial period of equilibration, metabolic
pathway inhibitors and ETC modulators were automatically added into the cartridge wells
according to the following sequential order: Firstly, different metabolic pathway inhibitors
were added—the mitochondrial pyruvate carrier inhibitor UK5099 (final concentration
of 4 uM (5.04817.0001, EMD Millipore Corporation, USA)), the glutaminase 1 inhibitor
BPTES, ((bis-2-(5-phenylacetamido-1,3,4-thiadiazol-2-yl)ethyl sulfide, final concentration
of 6 uM, SLM0601, Sigma-Aldrich) and the inhibitor of carnitine palmitoyltransferase-1,
Etomoxir (final concentration of 8 uM; 236020, EMD Millipore Corporation). During the
assay, these solutions were added singly or in combinations into the wells containing VAT
fragments in triplicates. Medium with dimethyl sulfoxide (DMSO, final concentration of
0.2%; D2650-5X10ML, Sigma-Aldrich) was used as control. Afterwards, ETC modulators
were added, starting with an ATP synthetase inhibitor oligomycin (final concentration of
12.5 pg/mlL; 04876, Sigma-Aldrich), followed by a mitochondrial oxidative phosphory-
lation uncoupler FCCP (final concentration of 8 pM; C2920, Sigma-Aldrich), and ending
with the addition of a combination of mitochondrial complexes 1 and 3 inhibitors rotenone
(final concentration of 2 uM; R8875, Sigma-Aldrich) and antimycin A (final concentration
of 4 uM, A8674, Sigma-Aldrich).

4.2.2. Total Protein Extraction and Quantification for OCR Normalization

At the end of the bioenergetic assay, VAT fragments were retrieved from the assay
plate well for total protein extraction using a protocol previously optimized for adipose
tissue [46]. For that, VAT fragments were incubated overnight at 4 °C in RIPA buffer
(RO278-500 ML, Sigma-Aldrich) supplemented with protease (04693124001, Roche, Basel,
Switzerland) and phosphatase inhibitors (04906845001, Roche, Switzerland). Afterwards,
VAT fragments were lysed using a FastPrep®-24 Instrument (MP biomedicals, Irvine, CA,
USA) at a speed of 6.0 m/s for 30 s. VAT lysates were then incubated on ice for 1 h and
centrifuged at 20,000 g for 15 min at 4 °C. Proteins were quantified using the commercial
Pierce™ BCA Protein Assay Kit (23225, Thermo Fisher Scientific, Rockford, IL, USA). Briefly,
bovine serum albumin (BSA) standards (0 to 2000 pg/mL) and the working reagent (WR)
were prepared. In a 96-well plate, 25 uL of each sample or the BSA standard and 200 pL of
WR reagent were added to each well, in duplicate. The plate was incubated for 30 min at
60 °C in a dark room. Finally, the absorbance (560 nm) was read on the microplate reader
(Thermo Scientific™ Multiskan™ FC Microplate Photometer, Thermo Fisher Scientific,
Rockford, IL, USA). Protein quantification results were used for OCR normalization.

4.2.3. Bioenergetic Parameter Calculations

Seahorse Wave 2.6.3. software was used for analysis and calculation of the following
parameters: total oxygen consumption; non-mitochondrial oxygen consumption; mitochon-
drial respiration; ATP-linked respiration; maximum respiration; spare respiratory capacity;
proton leak and acute response to inhibitors. The calculation formulas are depicted in
Table S2.
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4.3. Gene Expression Analysis
4.3.1. RNA Isolation and Quantification

Total RNA was extracted from VAT (~100 mg) homogenized with the aid of a
TissueRuptor® (QIAGEN, Hilden, Germany), using the RNeasy® Lipid Tissue kit (74804, QI-
AGEN, Hilden, Germany) following the manufacturer’s instructions. Total RNA then was
quantified using a BioTek® SYNERGYH! microplate reader (BioTek®, Agilent Instruments,
Winooski, VT, USA) with Gen5™ Data Analysis Software (BioTek®, Agilent Instruments,
Winooski, VT, USA).

4.3.2. cDNA Synthesis

c¢DNA was obtained using the Maxima First Strand cDNA Synthesis Kit with double-
strand-specific DNases (dsDNase) (K1671, Thermo Fisher Scientific Inc, Rockford, IL, USA
USA). Briefly, RNA (250 ng) was incubated with dsDNases in order to remove genomic
DNA. After that, the 5x Reaction Mix and the Maxima Enzyme Mix were added. The
mixtures were then incubated in a T100™ Thermal Cycler (Bio-Rad, Hercules, CA, USA)
using the following program: 10 min at 25 °C followed by 15 min at 50 °C and 5 min at
85 °C.

4.3.3. Primers

The primers for RNA polymerase II (RPII), B-actin, leptin (OB), GLUT4 (SLC2A4),
mitochondprial pyruvate carrier 1 (MPC1), neutral amino acid transporter (SLC1A5), glu-
taminase 1 (GLS1) and carnitine palmitoyltransferase 1a (CPT1a), were chosen based on
previously published studies [47-53]. The remaining primers, namely LDHA and FABP4,
were designed using the Primer Blast (National Library of Medicine). Primer sequences are
shown in Table S3. The housekeeping genes (RPII and B-actin) were chosen according to
previously validated genes for qRT-PCR analysis in human VAT [47].

4.3.4. Quantitative Real-Time Polymerase Chain Reaction Analysis

Quantification of OB, CPT1a, MPC1, SLC1A5, GLS1, SLC2A4, LDHA, FABP4 and house-
keeping genes B-actin and RPII expression was achieved by quantitative real-time poly-
merase chain reaction (QRT-PCR) analysis, following the instructions given by NZYSpeedy
qPCR Green Master Mix (2x) (MB22402, NZYTech, Lisbon, Portugal). No cDNA was
added in the negative control. A duplicate was performed for each sample. After mix
preparation, samples were placed in the CEX Connect™ Real-Time System (Bio-Rad, Her-
cules, CA, USA). The three-step cycling qRT-PCR program was performed as described
in Table S4. The quantitative analysis was followed and obtained with the software CFX-
Maestro™ (Bio-Rad, Hercules, CA, USA). The qRT-PCR data analysis was conducted using
the comparative CT method. Individual relative gene expression values (fold change) were
calculated using the following formula: 274,

4.4. Statistical Analysis

The statistical analysis was performed with GraphPad® Prism software (USA), version
9.5.0 for Windows. Qualitative and quantitative variables are expressed as percentage
(%) and mean =+ standard error of the mean, respectively. The normality of the variables
was evaluated using the D’ Agostino—Pearson test. An unpaired Student’s t-test was used
for comparison of variables that followed a normal distribution and the Mann-Whitney
test for variables without a normal distribution. For the inhibitor analysis, the groups
were compared using the Friedman test. The Pearson test or Spearman rank test were
used to assess the correlation between two different variables, depending on whether the
distribution was normal or non-normal, respectively. p < 0.05 was considered statistically
significant.
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5. Conclusions

VAT of patients with class-3 obesity present greater non-mitochondrial respiration
when compared to VAT of patients with class-2 obesity, suggesting higher pro-oxidant
enzymes and inflammatory activity.

In the VAT of patients with obesity class 2, maximum respiration and percentage of
spare capacity are highly dependent on pyruvate and glutamine metabolism, while the VAT
of patients with obesity class 3 seems to be able to adapt its metabolism to use whichever
substrate is available at a given moment. Moreover, glutamine, by increasing proton leak,
seems to have a protective role against ROS production in VAT of patients with obesity
class 2, a mechanism that seems to be lost in patients with obesity class 3.

Overall, our results suggest that patients with obesity class 2 are likely to be more
responsive to interventions based on energetic substrate availability modulation (as a
strategy for the treatment for obesity) than patients with a more advanced obesity class.

Supplementary Materials: The following supporting information can be downloaded at: https:
/ /www.mdpi.com/article/10.3390/1jms24021679/s1.

Author Contributions: Conceptualization, M.P.M. and Sofia S.S.P,; data curation, M.V.T., S.A. and
S.S.P; formal analysis, M.V.T. and S.S.P;; funding acquisition, M.P.M. and S.S.P,; investigation, M.V.T.,
S.A,RL.B., MG, AMP, SB.O., MM.C, M.N. and S.S.P,; methodology, M.V.T,, S.A,, RL.B.,, M.G.,
AM.P,S5B.0., MM.C.,, M.N. and S.S.P;; resources, M.P.M. and S.S.P; supervision, S.A., M.P.M. and
S.S.P; writing—-original draft, M.V.T.; writing—review and editing, R.L.B., M.P.M. and S.S.P. All
authors have read and agreed to the published version of the manuscript.

Funding: This study was funded by Fundagao Para a Ciéncia e Tecnologia (FCT) (PTDC/MECMET /32151
/2017, UIDB/00215/2020, UIDP/00215/2020, LA /P /0064 /2020 and PTDC/MEC-CIR/3615/2021).

Institutional Review Board Statement: The study was conducted in accordance with the Declaration
of Helsinki and approved by the Institutional Review Board of Centro Hospitalar de Entre o Douro e
Vouga, E.P.E (CA 0830/16-Ot), and Hospital da Luz Arrabida (CA-0032/2022-0T_MP/CC).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: The data presented in this study are available upon request from the
corresponding author due to ethical concerns.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Ibrahim, M.M. Subcutaneous and visceral adipose tissue: Structural and functional differences. Obes. Rev. 2010, 11, 11-18.
[CrossRef] [PubMed]

2. Goémez-Herndndez, A.; Beneit, N.; Diaz-Castroverde, S.; Escribano, O. Differential Role of Adipose Tissues in Obesity and Related
Metabolic and Vascular Complications. Int. ]. Endocrinol. 2016, 2016, 1216783. [CrossRef] [PubMed]

3. Kwok, KH.M.; Lam, K.S.L.; Xu, A. Heterogeneity of white adipose tissue: Molecular basis and clinical implications. Exp. Mol.
Med. 2016, 48, e21. [CrossRef] [PubMed]

4. Goossens, G.H. The Metabolic Phenotype in Obesity: Fat Mass, Body Fat Distribution, and Adipose Tissue Function. Obes. Facts
2017, 10, 207-215. [CrossRef] [PubMed]

5. Kusminski, C.M.; Scherer, P.E. Mitochondrial dysfunction in white adipose tissue. Trends Endocrinol. Metab. 2012, 23, 435-443.
[CrossRef] [PubMed]

6. Lee, ].H,; Park, A.; Oh, KJ.; Lee, S.C.; Kim, W.K.; Bae, K.H. The Role of Adipose Tissue Mitochondria: Regulation of Mitochondrial
Function for the Treatment of Metabolic Diseases. Int. . Mol. Sci. 2019, 20, 4924. [CrossRef]

7.  Hernandez-Aguilera, A.; Rull, A.; Rodriguez-Gallego, E.; Riera-Borrull, M.; Luciano-Mateo, E; Camps, J.; Menendez, J.A,;
Joven, J. Mitochondrial dysfunction: A basic mechanism in inflammation-related non-communicable diseases and therapeutic
opportunities. Mediat. Inflamm. 2013, 2013, 135698. [CrossRef]

8. de Mello, A.H,; Costa, A.B.; Engel, ].D.G.; Rezin, G.T. Mitochondrial dysfunction in obesity. Life Sci. 2018, 192, 26-32. [CrossRef]

9.  Rogge, M.M. The role of impaired mitochondrial lipid oxidation in obesity. Biol. Res. Nurs. 2009, 10, 356-373. [CrossRef]

10.  Prasun, P. Mitochondrial dysfunction in metabolic syndrome. Biochim Biophys Acta Mol Basis Dis. 2020, 1866, 165838. [CrossRef]
[PubMed]

11.  Mufioz, A.; Costa, M. Nutritionally mediated oxidative stress and inflammation. Oxidative Med. Cell. Longev. 2013, 2013, 610950.

[CrossRef] [PubMed]


https://www.mdpi.com/article/10.3390/ijms24021679/s1
https://www.mdpi.com/article/10.3390/ijms24021679/s1
http://doi.org/10.1111/j.1467-789X.2009.00623.x
http://www.ncbi.nlm.nih.gov/pubmed/19656312
http://doi.org/10.1155/2016/1216783
http://www.ncbi.nlm.nih.gov/pubmed/27766104
http://doi.org/10.1038/emm.2016.5
http://www.ncbi.nlm.nih.gov/pubmed/26964831
http://doi.org/10.1159/000471488
http://www.ncbi.nlm.nih.gov/pubmed/28564650
http://doi.org/10.1016/j.tem.2012.06.004
http://www.ncbi.nlm.nih.gov/pubmed/22784416
http://doi.org/10.3390/ijms20194924
http://doi.org/10.1155/2013/135698
http://doi.org/10.1016/j.lfs.2017.11.019
http://doi.org/10.1177/1099800408329408
http://doi.org/10.1016/j.bbadis.2020.165838
http://www.ncbi.nlm.nih.gov/pubmed/32428560
http://doi.org/10.1155/2013/610950
http://www.ncbi.nlm.nih.gov/pubmed/23844276

Int. ]. Mol. Sci. 2023, 24, 1679 11 0f12

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

Bournat, J.C.; Brown, C.W. Mitochondrial dysfunction in obesity. Curr. Opin. Endocrinol. Diabetes Obes. 2010, 17, 446-452.
[CrossRef] [PubMed]

Heinonen, S.; Jokinen, R; Rissanen, A.; Pietildinen, K.H. White adipose tissue mitochondrial metabolism in health and in obesity.
Obes. Rev. 2020, 21, €12958. [CrossRef]

Khanna, D.; Khanna, S.; Khanna, P.; Kahar, P; Patel, B.M. Obesity: A Chronic Low-Grade Inflammation and Its Markers. Cureus
2022, 14, €22711. [CrossRef] [PubMed]

Engin, A. Adipose Tissue Hypoxia in Obesity and Its Impact on Preadipocytes and Macrophages: Hypoxia Hypothesis. Adv. Exp.
Med. Biol. 2017, 960, 305-326. [CrossRef]

Chacko, B.K.; Kramer, P.A.; Ravi, S.; Benavides, G.A.; Mitchell, T.; Dranka, B.P.; Ferrick, D.; Singal, A K.; Ballinger, S.W.; Bailey,
S.M.; et al. The Bioenergetic Health Index: A new concept in mitochondrial translational research. Clin. Sci. 2014, 127, 367-373.
[CrossRef]

Schmidt, C.A.; Fisher-Wellman, K.H.; Neufer, P.D. From OCR and ECAR to energy: Perspectives on the design and interpretation
of bioenergetics studies. J. Biol. Chem. 2021, 297, 101140. [CrossRef]

Manna, P; Jain, S.K. Obesity, Oxidative Stress, Adipose Tissue Dysfunction, and the Associated Health Risks: Causes and
Therapeutic Strategies. Metab. Syndr. Relat. Disord. 2015, 13, 423-444. [CrossRef]

Li, Y;; Yun, K; Mu, R. A review on the biology and properties of adipose tissue macrophages involved in adipose tissue
physiological and pathophysiological processes. Lipids Health Dis. 2020, 19, 164. [CrossRef]

Chodari, L.; Dilsiz Aytemir, M.; Vahedi, P.; Alipour, M.; Vahed, S.Z.; Khatibi, SSM.H.; Ahmadian, E.; Ardalan, M.; Eftekhari, A.
Targeting Mitochondrial Biogenesis with Polyphenol Compounds. Oxidative Med. Cell. Longev. 2021, 2021, 4946711. [CrossRef]
Tun, S.; Spainhower, C.J.; Cottrill, C.L.; Lakhani, H.V,; Pillai, S.S.; Dilip, A.; Chaudhry, H.; Shapiro, J.I.; Sodhi, K. Therapeutic
Efficacy of Antioxidants in Ameliorating Obesity Phenotype and Associated Comorbidities. Front. Pharmacol. 2020, 11, 1234.
[CrossRef]

da Cruz Nascimento, S.S.; Carvalho de Queiroz, J.L.; Fernandes de Medeiros, A.; de Frang¢a Nunes, A.C.; Piuvezam, G.; Lima
Maciel, B.L.; Souza Passos, T.; Morais, A.H.d.A. Anti-inflammatory agents as modulators of the inflammation in adipose tissue: A
systematic review. PLoS ONE 2022, 17, €0273942. [CrossRef] [PubMed]

Singh, M.; Thrimawithana, T.; Shukla, R.; Adhikari, B. Managing obesity through natural polyphenols: A review. Future Foods
2020, 1-2, 100002. [CrossRef]

Sakers, A.; De Siqueira, M.K.; Seale, P,; Villanueva, C.J. Adipose-tissue plasticity in health and disease. Cell 2022, 185, 419-446.
[CrossRef] [PubMed]

Petrus, P.; Lecoutre, S.; Dollet, L.; Wiel, C.; Sulen, A.; Gao, H.; Tavira, B.; Laurencikiene, J.; Rooyackers, O.; Checa, A.; et al.
Glutamine Links Obesity to Inflammation in Human White Adipose Tissue. Cell Metab. 2020, 31, 375-390.e11. [CrossRef]

Yang, C.; Ko, B.; Hensley, C.T.; Jiang, L.; Wasti, A.T.; Kim, J.; Sudderth, J.; Calvaruso, M.A.; Lumata, L.; Mitsche, M.; et al.
Glutamine Oxidation Maintains the TCA Cycle and Cell Survival during Impaired Mitochondrial Pyruvate Transport. Mol. Cell
2014, 56, 414-424. [CrossRef]

Yoo, H.C.; Yu, Y.C,; Sung, Y.; Han, ]. M. Glutamine reliance in cell metabolism. Exp. Mol. Med. 2020, 52, 1496-1516. [CrossRef]
Fernandez-Sanchez, A.; Madrigal-Santillan, E.; Bautista, M.; Esquivel-Soto, J.; Morales-Gonzalez, A.; Esquivel-Chirino, C;
Durante-Montiel, I.; Sanchez-Rivera, G.; Valadez-Vega, C.; Morales-Gonzalez, J.A. Inflammation, oxidative stress, and obesity. Int.
J. Mol. Sci. 2011, 12, 3117-3132. [CrossRef]

Nanayakkara, G.K.; Wang, H.; Yang, X. Proton leak regulates mitochondrial reactive oxygen species generation in endothelial cell
activation and inflammation—A novel concept. Arch. Biochem. Biophys. 2019, 662, 68-74. [CrossRef]

Cheng, J.; Nanayakkara, G.; Shao, Y.; Cueto, R.; Wang, L.; Yang, W.Y,; Tian, Y.; Wang, H.; Yang, X. Mitochondrial Proton Leak
Plays a Critical Role in Pathogenesis of Cardiovascular Diseases. Adv. Exp. Med. Biol 2017, 982, 359-370. [CrossRef]

Brookes, P.S. Mitochondrial H(+) leak and ROS generation: An odd couple. Free. Radic. Biol. Med. 2005, 38, 12-23. [CrossRef]
[PubMed]

Liu, J.; Li, J.; Li, W.J.; Wang, C.M. The role of uncoupling proteins in diabetes mellitus. |. Diabetes Res. 2013, 2013, 585897.
[CrossRef] [PubMed]

Erlanson-Albertsson, C. The role of uncoupling proteins in the regulation of metabolism. Acta Physiol. Scand. 2003, 178, 405-412.
[CrossRef] [PubMed]

Ikeda, K.; Yamada, T. UCP1 Dependent and Independent Thermogenesis in Brown and Beige Adipocytes. Front. Endocrinol. 2020,
11, 498. [CrossRef] [PubMed]

Kurylowicz, A.; Jonas, M.; Lisik, W.; Jonas, M.; Wicik, Z.A.; Wierzbicki, Z.; Chmura, A.; Puzianowska-Kuznicka, M. Obesity is
associated with a decrease in expression but not with the hypermethylation of thermogenesis-related genes in adipose tissues. J.
Transl. Med. 2015, 13, 31. [CrossRef]

Mahadik, S.R.; Lele, R.D.; Saranath, D.; Seth, A.; Parikh, V. Uncoupling protein-2 (UCP2) gene expression in subcutaneous and
omental adipose tissue of Asian Indians: Relationship to adiponectin and parameters of metabolic syndrome. Adipocyte 2012, 1,
101-107. [CrossRef]

Rupprecht, A.; Moldzio, R.; Modl, B.; Pohl, E.E. Glutamine regulates mitochondrial uncoupling protein 2 to promote glutaminoly-
sis in neuroblastoma cells. Biochim. Biophys. Acta Bioenerg. 2019, 1860, 391-401. [CrossRef]

Lopez-Otin, C.; Blasco, M.A.; Partridge, L.; Serrano, M.; Kroemer, G. The hallmarks of aging. Cell 2013, 153, 1194-1217. [CrossRef]


http://doi.org/10.1097/MED.0b013e32833c3026
http://www.ncbi.nlm.nih.gov/pubmed/20585248
http://doi.org/10.1111/obr.12958
http://doi.org/10.7759/cureus.22711
http://www.ncbi.nlm.nih.gov/pubmed/35386146
http://doi.org/10.1007/978-3-319-48382-5_13
http://doi.org/10.1042/CS20140101
http://doi.org/10.1016/j.jbc.2021.101140
http://doi.org/10.1089/met.2015.0095
http://doi.org/10.1186/s12944-020-01342-3
http://doi.org/10.1155/2021/4946711
http://doi.org/10.3389/fphar.2020.01234
http://doi.org/10.1371/journal.pone.0273942
http://www.ncbi.nlm.nih.gov/pubmed/36048868
http://doi.org/10.1016/j.fufo.2020.100002
http://doi.org/10.1016/j.cell.2021.12.016
http://www.ncbi.nlm.nih.gov/pubmed/35120662
http://doi.org/10.1016/j.cmet.2019.11.019
http://doi.org/10.1016/j.molcel.2014.09.025
http://doi.org/10.1038/s12276-020-00504-8
http://doi.org/10.3390/ijms12053117
http://doi.org/10.1016/j.abb.2018.12.002
http://doi.org/10.1007/978-3-319-55330-6_20
http://doi.org/10.1016/j.freeradbiomed.2004.10.016
http://www.ncbi.nlm.nih.gov/pubmed/15589367
http://doi.org/10.1155/2013/585897
http://www.ncbi.nlm.nih.gov/pubmed/23841103
http://doi.org/10.1046/j.1365-201X.2003.01159.x
http://www.ncbi.nlm.nih.gov/pubmed/12864746
http://doi.org/10.3389/fendo.2020.00498
http://www.ncbi.nlm.nih.gov/pubmed/32849287
http://doi.org/10.1186/s12967-015-0395-2
http://doi.org/10.4161/adip.19671
http://doi.org/10.1016/j.bbabio.2019.03.006
http://doi.org/10.1016/j.cell.2013.05.039

Int. ]. Mol. Sci. 2023, 24, 1679 12 0of 12

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

Soro-Arnaiz, I.; Li, Q.0.Y.; Torres-Capelli, M.; Melendez-Rodriguez, F.; Veiga, S.; Veys, K.; Sebastian, D.; Elorza, A.; Tello, D.;
Hernansanz-Agustin, P.; et al. Role of Mitochondrial Complex IV in Age-Dependent Obesity. Cell Rep. 2016, 16, 2991-3002.
[CrossRef]

Wrann, C.D.; Rosen, E.D. New insights into adipocyte-specific leptin gene expression. Adipocyte 2012, 1, 168-172. [CrossRef]
Leroy, P; Dessolin, S.; Villageois, P.; Moon, B.C.; Friedman, ].M.; Ailhaud, G.; Dani, C. Expression of ob Gene in Adipose Cells:
REGULATION BY INSULIN (*). J. Biol. Chem. 1996, 271, 2365-2368. [CrossRef] [PubMed]

Krishnan, J.; Danzer, C.; Simka, T.; Ukropec, J.; Walter, K.M.; Kumpf, S.; Mirtschink, P.; Ukropcova, B.; Gasperikova, D.; Pedrazzini,
T.; et al. Dietary obesity-associated Hiflalpha activation in adipocytes restricts fatty acid oxidation and energy expenditure via
suppression of the Sirt2-NAD+ system. Genes Dev. 2012, 26, 259-270. [CrossRef] [PubMed]

Carvalho, E.; Kotani, K.; Peroni, O.D.; Kahn, B.B. Adipose-specific overexpression of GLUT4 reverses insulin resistance and
diabetes in mice lacking GLUT4 selectively in muscle. Am. |. Physiol. Endocrinol. Metab. 2005, 289, E551-E561. [CrossRef]
[PubMed]

Mardinoglu, A.; Kampf, C.; Asplund, A.; Fagerberg, L.; Hallstrom, B.M.; Edlund, K,; Blither, M.; Pontén, F.; Uhlen, M.; Nielsen,
J. Defining the human adipose tissue proteome to reveal metabolic alterations in obesity. ]. Proteome Res. 2014, 13, 5106-5119.
[CrossRef] [PubMed]

Silva, A.; Gomes, F,; Pereira, S.S.; Monteiro, M.P,; Aratjo, A.; Faria, G. Visceral obesity is associated with lower stage colon tumors
in males without survival advantage. Surg. Oncol. 2021, 37, 101606. [CrossRef]

Diaz Marin, R.; Crespo-Garcia, S.; Wilson, A.M.; Sapieha, P. RELi protocol: Optimization for protein extraction from white, brown
and beige adipose tissues. MethodsX 2019, 6, 918-928. [CrossRef]

Mehta, R.; Birerdinc, A.; Hossain, N.; Afendy, A.; Chandhoke, V.; Younossi, Z.; Baranova, A. Validation of endogenous reference
genes for qRT-PCR analysis of human visceral adipose samples. BMIC Mol. Biol. 2010, 11, 39. [CrossRef]

Liu, Y.M,; Lacorte, ].M.; Viguerie, N.; Poitou, C.; Pelloux, V.; Guy-Grand, B.; Coussieu, C.; Langin, D.; Basdevant, A.; Clement, K.
Adiponectin gene expression in subcutaneous adipose tissue of obese women in response to short-term very low calorie diet and
refeeding. J. Clin. Endocrinol. Metab. 2003, 88, 5881-5886. [CrossRef]

Suchacki, K.J.; Tavares, A.A.S.; Mattiucci, D.; Scheller, E.L.; Papanastasiou, G.; Gray, C.; Sinton, M.C.; Ramage, L.E.; McDougald,
W.A,; Lovdel, A,; et al. Bone marrow adipose tissue is a unique adipose subtype with distinct roles in glucose homeostasis. Nat.
Commun. 2020, 11, 3097. [CrossRef]

Gobin, S.; Bonnefont, ].P,; Prip-Buus, C.; Mugnier, C.; Ferrec, M.; Demaugre, F.; Saudubray, ].M.; Rostane, H.; Djouadi, F.; Wilcox,
W.; et al. Organization of the human liver carnitine palmitoyltransferase 1 gene (CPT1A) and identification of novel mutations in
hypoketotic hypoglycaemia. Hum. Genet. 2002, 111, 179-189. [CrossRef]

Wang, L.; Xu, M.; Qin, J.; Lin, S.C.; Lee, H.J.; Tsai, S.Y.; Tsai, M.J. MPC1, a key gene in cancer metabolism, is regulated by
COUPTFII in human prostate cancer. Oncotarget 2016, 7, 14673-14683. [CrossRef] [PubMed]

Yoo, H.C; Park, S.J.; Nam, M.; Kang, J.; Kim, K.; Yeo, ].H.; Kim, ].K.; Heo, Y.; Lee, H.S.; Lee, M.Y,; et al. A Variant of SLC1A5
Is a Mitochondrial Glutamine Transporter for Metabolic Reprogramming in Cancer Cells. Cell Metab. 2020, 31, 267-283.e12.
[CrossRef] [PubMed]

Yu, D.; Shi, X.; Meng, G.; Chen, J.; Yan, C,; Jiang, Y.; Wei, ].; Ding, Y. Kidney-type glutaminase (GLS1) is a biomarker for pathologic
diagnosis and prognosis of hepatocellular carcinoma. Oncotarget 2015, 6, 7619-7631. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


http://doi.org/10.1016/j.celrep.2016.08.041
http://doi.org/10.4161/adip.20574
http://doi.org/10.1074/jbc.271.5.2365
http://www.ncbi.nlm.nih.gov/pubmed/8576190
http://doi.org/10.1101/gad.180406.111
http://www.ncbi.nlm.nih.gov/pubmed/22302938
http://doi.org/10.1152/ajpendo.00116.2005
http://www.ncbi.nlm.nih.gov/pubmed/15928024
http://doi.org/10.1021/pr500586e
http://www.ncbi.nlm.nih.gov/pubmed/25219818
http://doi.org/10.1016/j.suronc.2021.101606
http://doi.org/10.1016/j.mex.2019.04.010
http://doi.org/10.1186/1471-2199-11-39
http://doi.org/10.1210/jc.2003-030886
http://doi.org/10.1038/s41467-020-16878-2
http://doi.org/10.1007/s00439-002-0752-0
http://doi.org/10.18632/oncotarget.7405
http://www.ncbi.nlm.nih.gov/pubmed/26895100
http://doi.org/10.1016/j.cmet.2019.11.020
http://www.ncbi.nlm.nih.gov/pubmed/31866442
http://doi.org/10.18632/oncotarget.3196
http://www.ncbi.nlm.nih.gov/pubmed/25844758

	Introduction 
	Results 
	Subjects’ Demographics and Anthropometric Characteristics 
	Bioenergetics Assays 
	Obesity Class 3 Presents Higher Non-Mitochondrial Oxygen Consumption 
	Under Conditions of Higher Energy Demands, VAT OCR Depends on Pyruvate Metabolism 
	In Obesity Class 2, VAT Maximal Respiration and Spare Respiratory Capacity Are Dependent on Pyruvate and Glutamine Metabolism 
	In Obesity Class 2, VAT Proton Leak Is Positively Influenced by Glutamine Metabolism 
	VAT Bioenergetics Parameters Do Not Correlate with Age 

	In Obesity Classes 2 and 3, VAT Expression of Genes Involved in Pyruvate, Glutamine and Fatty Acid Metabolism Does Not Differ 

	Discussion 
	Materials and Methods 
	Subjects and Samples Collection 
	VAT Bioenergetic Analysis 
	Oxygen Consumption Rate Assessment 
	Total Protein Extraction and Quantification for OCR Normalization 
	Bioenergetic Parameter Calculations 

	Gene Expression Analysis 
	RNA Isolation and Quantification 
	cDNA Synthesis 
	Primers 
	Quantitative Real-Time Polymerase Chain Reaction Analysis 

	Statistical Analysis 

	Conclusions 
	References

